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THE STRAWBERRY FRUIT

Strawberry is among the fruits that are grown in very wide ecological condi-
tions and the production is increasing day by day. Recently, there are many studies
on health-related to strawberry fruit and they have reported that strawberry fruits
are known to be very beneficial for health with the content of mineral substances,
folic acid, vitamin C and phenolic compounds providing a high amount of natural
antioxidants to consumers. Besides, detailed analysis has shown that consumption
of strawberries allows getting fat-soluble vitamins and carotenoids such as vita-
min A and E. This fragrant and flavored fruit, providing the energy of 32 kcal from
about 100 grams, which may be a great option food against obesity, which is the
most important problem of recent years. It is reported that the antioxidant content
of strawberries is significantly related to the strawberry species and variety (Gi-
ampieri et al, 2013; Saridasg, 2019; Saridas et al, 2020). In light of this information,
the consumption of strawberry fruits with high antioxidant content is of critical
importance for health. The development of new strawberry varieties rich in con-
tent with other quality criteria such as yield, size, color, etc. is one of the most
significant and priority issues of today’s time. Besides being a healthy food with
low calories, strawberry fruits are a good alternative to processed products due to
their sweet aroma. Also, some strawberry varieties were found to contain higher
levels of vitamin C than citrus fruits. Among edible foods; It was determined that
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